: Graphical depiction of the overlap between differential expression (DE) results for the SAL and NVE datasets for features that were classified as up-regulated in ILS mice or not. On the x-axis are the p-value thresholds that were used for this classification (i.e. a miRNA is considered up-regulated in ILS if the p-value for that miRNA is less than the threshold and the DE is in the correct direction), and on the y-axis is the −log 10 (p) value from a Fisher's exact test on the 2x2 table generated by classifying miRNAs as up-regulated in ILS or not in the two datasets. The horizontal black line represents a p-value of 0.05 Figure S2 : Graphical depiction of the overlap between differential expression (DE) results for the SAL and NVE datasets for features that were classified as up-regulated in ISS mice or not. On the x-axis are the p-value thresholds that were used for this classification (i.e. a miRNA is considered up-regulated in ISS if the p-value for that miRNA is less than the threshold and the DE is in the correct direction), and on the y-axis is the −log 10 (p) value from a Fisher's exact test on the 2x2 
